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and development of the microbe-based process
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Abstract

This study is aimed at to develop a technique platform for fermentative
production of succinic acid in Escherichia coli. In this year, the main
strategy as proposed is to engineer metabolic pathways of E. coli in
order to redirect the carbon flux towards succinate. Our current results
are as follows. (1) The construction of a gene deletion toolbox was
completed. The competing pathways were then removed using this
toolbox to curtail the waste of energy and byproduct production. (2) The
construction of a promoter-insertion toolbox. The key pathways were
enhanced using this toolbox to channel the carbon flux into succinate
node. (3) The preliminary study of succinate fermentation was
conducted. As a consequence, the engineered strain was able to produce
10 g/L succinate from 30 g/L glucose. This result accounts for a molar

conversion yield of 61%.
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